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Editorial

Sea Change

Fundamental change is occurring in the science
and practice of medicine. Whether one wishes
to describe this circumstance as a sea change, a

paradigm shift, or a revolution is not important. What
does matter is the fact that virtually every aspect of the
biomedical enterprise is likely to undergo significant
reconfiguration over the next 5 to 10 years. This fact
presents both challenges and opportunities for all of us
in the medical disciplines and in particular for journals
such as Hypertension.

Of the changes occurring, none is of more fundamen-
tal importance than the emergence of molecular genet-
ics as a science with major research and practice impli-
cations. Although the more established disciplines such
as pharmacology and physiology continue to make great
strides, it seems likely that the fusing of these disciplines
with the insights of molecular genetics and molecular
biology will provide a dramatic increase in the under-
standing of basic biologic principles and pathophysiol-
ogy. Although a truly reductionist science of biology in
medicine seems impossible, molecular genetics as ap-
plied to medicine will clearly lead to a much more
complete picture of the living organism.

This change has important implications for both the
biomedical research scientist as well as the practitioner.
Already, a happy collaboration between classic geneti-
cists and molecular geneticists skilled in the new cloning
and sequencing technologies has provided the possibil-
ity of identifying the genetic determinants of polygenic
traits such as in hypertension and diabetes just as this
combined approach has and continues to be successful
in identifying single gene defects such as that involved
in cystic fibrosis. Thus, for the first time a mechanistic
genetic framework for the stratification of patients as
regards the hypertensive diathesis and propensity for
sequelae seems to be on the horizon. Recent studies of
a risk-associated angiotensinogen allele and its poten-
tial role in hypertension and preeclampsia represent a
case in point.1 Equally important is the ability of
molecular genetics through transgenic technology or
embryonal stem cell technology to produce models of
human disease. Although the Ren-2-bearing rat is per-
haps the most widely known of these in the field of
hypertension, the apolipoprotein E knockout mouse (a
model of atherosclerosis) and several others have at-
tracted a great deal of interest as well.24 Moreover,
somatic gene therapy is actively being pursued in the
laboratory and has actually entered human trials for
diseases such as glioma and cystic fibrosis. A recent
National Heart, Lung, and Blood Institute (NHLBI)
initiative proposes to spend $11 million over 4 years on
the development of gene therapy for hemophilia; an-
other initiative hopes to provide $18.9 million over 5
years for the gene therapy of sickle cell anemia. Al-
though the application of this technology for the treat-
ment of hypertension seems less imminent, its potential

for the prevention or treatment of particular hyperten-
sion-related sequelae seems very plausible.

At the same time as this fundamental shift to a
molecular genetics paradigm for both the study of
human biology and the practice of medicine is occur-
ring, a similar change is happening in the analysis of
health care delivery. In an effort to control costs and
improve quality, epidemiologists, statisticians, social
scientists, and physicians have developed a variety of
instruments to track the outcome of care and evaluate
outcomes based on the underlying severity of illness of
individual patients or patient aggregates.3-7 The devel-
opment of still more powerful tools for health service
research is an explicit goal of the American Health
Security Act as proposed by the Ginton administration.

One outcome of care receiving extensive study is the
functional, or health, status of patients. In this respect,
a component of health status is quality of life. In
perhaps no other disorder is quality of life so important
a determinant of outcome and patient compliance as it
is in hypertension. Already, the treatment of hyperten-
sion has become a paradigm for the development of
therapeutic algorithms, the study of patient adherence,
and the delineation of many of the principles of clinical
pharmacology. Thus, the applications of these new
technologies to the long-term assessment of hyperten-
sive outcomes would seem to be a highly deserving area
for study. Moreover, new health services research initi-
atives are underway in the areas of technology assess-
ment and patient management so that guidance can be
provided to practitioners regarding the most appropri-
ate and effective use of technologies. All of these efforts
then point to a new comprehensive assessment of the
delivery and outcome of medical care. Because of the
high prevalence of hypertension in the population, the
potential effect of therapy on quality of life, the impor-
tance of high blood pressure as a risk factor for cardio-
vascular morbidity and mortality, and the existence of
an enormous body of path-breaking epidemiologic stud-
ies on high blood pressure, hypertension undoubtedly
will continue to serve as an important area of study for
scientists interested in health services research. Re-
search in this area will certainly expand. Our journal is
eager to provide a repository for these academic and
scholarly advances.

One additional change in the biomedical landscape
that should be mentioned is the growing power of
information systems and their ability to link functionally
geographically distant sites. This is particularly impor-
tant given the financial pressures being placed not only
on medical care but on medical research. Modern
information technology provides the opportunity for
efficient networking between scientists, clinicians, and
others at multiple locations, thereby increasing the
potential productivity of all participants and permitting
research and patient care to take place at the lowest

D
ow

nloaded from
 http://ahajournals.org by on M

ay 22, 2023



274 Hypertension Vol 23, No 3 March 1994

possible cost. As one example of this trend, one can
point to the recent request for applications from the
NHLBI soliciting applications for Specialized Centers
of Research (SCOR) awards dealing with the genetic
determinants of hypertension and using the resources of
multiple sites through a common network to achieve a
common end. Indeed, this example points out that the
effective use of gene mapping almost requires network-
ing because the availability of affected sib pairs and
intermediate phenotypes for many chronic diseases is
not so great as to permit one center access to all the
clinical material needed. Thus, the new information
systems coupled with gene mapping and other molecu-
lar genetic techniques provide the opportunity for
bringing excellent clinician scientists and basic scientists
into productive working relationships irrespective of
their geographical locations. Equally clear is the fact
that networking between health service researchers has
been and will continue to be an essential part of their
investigative effort.

These changes must be viewed as fundamental, and
therefore we consider them as having important impli-
cations for Hypertension or any other quality medical
journal. We plan to continue and expand state-of-the-
art articles in such areas as molecular genetics, gene
mapping, transgenic technology, and gene therapy. We
will solicit manuscripts from leaders in these developing
fields, and it is our hope that molecular geneticists
interested in any aspect of hypertension will find a home
in Hypertension. We also anticipate adding new mem-
bers to the editorial board who are experts in molecular
genetics and related disciplines. Finally, we will monitor
and report on the progress of the human genome
initiative. In this way, we expect to assure our reader-
ship of access to emerging knowledge in these relevant
fields.

We will take a similar approach to health services
research and the analysis of outcomes, encouraging
state-of-the-art articles in areas such as epidemiology,
outcomes analysis, and other aspects of health services
research as they relate to hypertension. We will vigor-
ously seek out papers dealing with the results of large-
scale epidemiologic studies and the establishment of
practice guidelines. We anticipate asking knowledge-
able investigators in these fields to join our editorial
board as well.

In all of this, of course, we will vigorously maintain
the high quality that is characteristic of Hypertension,
thereby assuring its recognition as the preeminent jour-
nal for the publication of original findings in all areas
related to hypertension. We propose to expand the
scope of the journal rather than to alter its content. To
accomplish this, we will have to physically expand the

journal by increasing its size, its readership, its contrib-
utor base, and its advertising. To this end we are
delighted to include the Inter-American Society of
Hypertension as another participating hypertension so-
ciety of this journal. The Council for High Blood
Pressure Research of the American Heart Association
has been an active promotor of this society from its
inception. The journal has been the repository for the
Inter-American Society's scientific proceedings since
the journal began, and we welcome the Inter-American
Society's membership to our readership. We warmly
invite all contributions and solicit the support and
constructive criticism of all our readership as we under-
take these new efforts.

Ours will be the last editorship of Hypertension before
the new millennium. We are deeply committed to
working with all who are interested in hypertension and
particularly with our readership to see to it that Hyper-
tension is well positioned to meet the needs of the entire
hypertension community both now and beyond the year
2000.

Richard N. R6
Associate Editor

Edward D. Frohlich
Editor-in-Chief

L. Gabriel Navar
Associate Editor
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